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The ESRF’s facilities for Structural Biology comprise 6 end-stations for macromolecular crystallography (MX)
1, one end-station for BioSAXS experiments 2 and one end-station based around a Titan Krios cryo-electron
microscope 3. These are supplemented by a number of support laboratories including the iCOS facility for
in crystallo optical spectroscopy 4 and a facility for the high pressure cryo-cooling and/or derivatisation of
crystals of biological macromolecules 5. This talk will describe the instrumentation and experimental possi-
bilities available on these end-stations, with a particular emphasis on automation, remote access and mail-in
services.
The ESRF Extremely Brilliant Source (EBS) project (see http://www.esrf.fr/about/upgrade for details) will pro-
vide benefits for many areas of synchrotron-based science. This presentation will thus also look ahead to
the evolution of the ESRF’s facilities for Structural Biology post-2020, focusing on the possibilities for serial
crystallography and time-resolved MX, which ESRF-EBS X-ray beams will facilitate.
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